In the title compound, C 27 H 28 N 2 O 3 , each of the pyrrolidine rings adopts a twisted conformation, as does the cyclopentane ring. The indane ring has an r.m.s deviation of 0.0693 Å . The dihedral angle between the mean plane of the pyrrolizine ring and indane system is 82.58 (1) . The piperidine ring has the methyl substituent in an equatorial position and adopts a twisted chair conformation. The molecular structure is stabilized by a weak intramolecular O-HÁ Á ÁN interaction.
Related literature
For the importance of pyrrazole derivatives, see: Mahajan et al. (1991) ; Katayama & Oshiyama (1997) ; Baraldi et al. (1998) . For additional conformation analysis, see: Cremer & Pople (1975 Refinement R[F 2 > 2(F 2 )] = 0.053 wR(F 2 ) = 0.161 S = 1.02 6850 reflections 291 parameters H-atom parameters constrained Á max = 0.29 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ) .
Symmetry code: (i) Àx; y À 1 2 ; Àz À 1 2 .
Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: PLATON (Spek, 2009); software used to prepare material for publication: SHELXL97.
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Comment
Pyrazole derivatives in general are well known nitrogen-containing heterocyclic compounds that have been the subject of enormous research due to their importance in various applications and their widespread potential biological and pharmacological activities such as anti-microbial (Mahajan et al., 1991 ), anti-viral (Baraldi et al., 1998 ), anti-tumor (Katayama & Oshiyama, 1997 ) and anti-fungal (Baraldi et al., 1998 . In view of its medicinal importance we report the crystal structure of the title compound.
In the title compound ( Fig. 1 The plane through the two fused rings of the indane system is slightly folded around the C14-C15 bond, as indicated by the dihedral angle between them of 5.20 (1)°. The dihedral angle between the mean plane of the pyrrolizine and indane system is 82.58 (1)°, indicating that they are nearly perpendicular to each other. The cyclopentane ring adopts a twisted conformation with puckering parameters: q 2 = 0.4839 (16) Å and Φ 2 = 17.98 (17)°. The dihedral angle between the mean planes of the pyrrolizine ring system and cyclopentane ring is 58.90 (1)°, indicating the significant curvature between the pyrrolizine and cyclopentene ring systems. The hydroxyl oxygen (O1) attached to the cyclopentane ring deviates by 1.1990 (10) Å from the mean plane of the ring. The piperidine ring with the methyl substituent in an equatorial position, adopts a twisted chair conformation with atoms C2 and C5 deviating by -0.6623 (10) Å and 0.8578 (10) Å respectively, from the mean plane defined by other atoms. In the structure, the aryl ring is in equatorial position of the attached pyrrolidine ring, as indicated by the torsion angle C7-C21-C26-C27 = -178.5 (15)°. The structure features a weak intramolecular O-H···N interaction.
Experimental
A mixture of 1-methyl-3-[E-(4-methylphenyl)methylidene]tetrahydro-2(1H)-pyridinone (1 mmol), ninhydrin (1 mmol) and proline (1 mmol) in methanol was refluxed for 3-4 h. After completion of the reaction, as indicated by TLC, the reaction mixture was poured into cold water. The solid precipitate obtained was filtered and dried. The product was purified by column chromatography using petroleum ether:ethylacetate mixture (90:10 v/v). Suitable crystals for the single-crystal-X-ray studies were obtained by recrystallizing the product from methanol. Yield: 63%, Melting point: 464-supplementary materials sup-2 Acta Cryst. (2013) . E69, o1581
Refinement
H atoms were placed at calculated positions and allowed to ride on their carrier atoms with O-H = 0.82 Å and C-H = 0.93-0.98 Å, and with U iso = 1.2U eq (C) for CH 2 and CH groups, and U iso = 1.5U eq (O, C) for OH and CH 3 groups.
Computing details
Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT (Bruker, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: PLATON (Spek, 2009); software used to prepare material for publication: SHELXL97 (Sheldrick, 2008).
Figure 1
The molecular structure of (I), showing 20% probability displacement ellipsoids and the atom-numbering scheme. Hatoms are omitted for clarity.
14a-Hydroxy-12-methyl-10-(4-methylphenyl)-8,9,9a,10,12,13,14,14a-octahydro-10a,14-methano-5H- Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors (gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.16397 (13) −0.0312 (2) 0.12713 (14) 0.0736 (6) (6) 0.0001 (7) −0.0030 (7) C4 0.0462 (7) 0.0355 (7) 0.0611 (9) 0.0035 (6) 0.0065 (7) 0.0001 (6) C5 0.0383 (6) 0.0290 (6) 0.0413 (7) −0.0008 (5) 0.0010 (5) −0.0004 (5) C6 0.0487 (7) 0.0373 (7) 0.0440 (7) −0.0039 (6) 0.0026 (6) 0.0042 (6) C7 0.0417 (6) 0.0314 (6) 0.0398 (7) −0.0031 (5) −0.0011 (5) −0.0006 (5) C8 0.0429 (7) 0.0407 (7) 0.0374 (7) −0.0081 (5) −0.0024 (5) 0.0013 (5) C9 0.0632 (10) 0.0599 (10) 0.0499 (9) −0.0257 (8) 0.0036 (7) 0.0054 (7) C10 0.0879 (13) 0.0713 (12) 0.0489 (10) −0.0298 (10) 0.0138 (9) 0.0033 (8) C11 0.0668 (10) 0.0559 (9) 0.0396 (8) −0.0119 (8) 0.0028 (7) 0.0005 (7) C12 0.0364 (6) 0.0301 (6) 0.0396 (7) −0.0022 (5) −0.0043 (5) 0.0025 (5) C13 0.0396 (7) 0.0326 (6) 0.0592 (9) 0.0005 (5) −0.0119 (6) 0.0076 (6) C14 0.0448 (7) 0.0394 (7) 0.0471 (8) −0.0074 (6) −0.0087 (6) 0.0053 (6) C15 0.0438 (7) 0.0394 (7) 0.0462 (8) −0.0046 (6) −0.0037 (6) −0.0021 (6) C16 0.0408 (7) 0.0359 (7) 0.0405 (7) −0.0012 (5) −0.0019 (5) −0.0007 (5) C17 0.0548 (9) 0.0479 (9) 0.0674 (11) −0.0029 (7) −0.0046 (8) −0.0152 (8) C18 0.0704 (11) 0.0599 (11) 0.0704 (12) −0.0127 (9) −0.0077 (9) −0.0229 (9) C19 0.0642 (10) 0.0682 (12) 0.0593 (10) −0.0210 (9) −0.0177 (8) −0.0066 (9) C20 0.0521 (8) 0.0527 (9) 0.0608 (10) −0.0091 (7) −0.0187 (7) 0.0091 (8) C21 0.0394 (6) 0.0376 (7) 0.0382 (7) −0.0056 (5) 0.0023 (5) −0.0020 (5) C22 0.0598 (9) 0.0427 (8) 0.0446 (8) 0.0016 (7) 0.0035 (7) −0.0055 (6) (11) C18-C17-H17 120.9 C4-C5-C12 101.00 (11) C15-C17-H17 120.9 C6-C5-C12 109.92 (10) C19-C18-C17 120.98 (17) C4-C5-C7 115.87 (11) C19-C18-H18 119.5 C6-C5-C7 117.94 (11) C17-C18-H18 119.5 C12-C5-C7 107.05 (10) C18-C19-C20 121.05 (15) N1-C6-C5 107.06 (11) C18-C19-H19 119.5 N1-C6-H6A 110.3 C20-C19-H19 119.5 C5-C6-H6A 110.3 C19-C20-C14 118.41 (16) N1-C6-H6B 110.3 C19-C20-H20 120.8 C5-C6-H6B 110.3 C14-C20-H20 120.8
